[Genetic and epigenetic alterations in gastric carcinogenesis].
Genetic and epigenetic alterations are induced during gastric carcinogenesis. Infection by H. pylori markedly increases induction of both alterations, and inflammation triggered by the infection is critical for induction of aberrant DNA methylation (epigenetic alterations). Oncogenes, such as PIK3CA, CTNNB1, KRAS, and ERBB2, are activated by point mutations and gene amplification. Tumor-suppressor genes, such as TP53, CDH1, CDKN2A, and MLH1, are inactivated by mutations, and more frequently by aberrant methylation if they have promoter CpG islands. The information on the activated signaling pathway, such as the ERBB2-MAPK signaling pathway, is now becoming useful for patient stratification. Comprehensive analysis of genetic and epigenetic alterations in gastric cancers is expected to lead to more occasions of translation.